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Wuhan Charm Biotech Application Notes

AEEYTH (FFPE) DNA A1 RNA 3406585 ) & R e 15

BT ZAFRE AR R AR E . Al AR (FFPE) AW =B St MBI A B A0 T R Bk iR
Z BT FUN GO FRPE FE i (KIEAT 70 T AR DR 70 RAR I B AR BOR 5 70 1 3RIE AR R R . BRI
DIF R R4l e i A 7 B K DNA AT RNA, 2 REA ROEEAT B AN EE A 37 0 ok 8, N iR ATM 2 4
R A S AR BRI 2256 K A5 4

RNA FJ¥ BE (FFPE RNA Size Distribution)

— MR, M FFPE 423424 RNA #ZWIZN) (B . KB /& 50 bases F| 5000 bases. \—MRAT
ECUFIT) FFPE A ZIFR AN RNA, K2 0 RNA HIHK /& 70 4 7E 400 bases F| 1500 bases 2 [8]. WIS ML
B WA ZH 2R A RNA, F7 A BEI) RNA B2 5 2, KE87 1 RNA KB A2 7E 100 bases F] 300 bases K.
XA, AAE [ e A AR, DL 5, AV, Al 2 it i As 24, #1528 Al RNA 20T B,
t.(fragmentation). WIS A K} [ 52 A A ZH 2R A2, DL IE 2 I 2H 23 2, AL A . RNA K &
5000 bases.

RNA K582 1% (FFPE RNA Integrity)

SEIG N BT RNA 152284, 5 2 i Agilent 2100 Bioanalyzer K46l RNA Integrity Number (RIN)E. &)
KiJt, FFPE 1] RNA [ & 2 JEH Z 1, H RIN 2k A 2] 10 1. M2 FFPE FEA RNA fll4h BE, K%
RIN {H/&7E 1 -6 Z[a].

S FFPE RNA I E R & I EE(The factors affecting FFPE RNA yield and guality)

AIEHZY) R RNA f~ AN &, & ALY A ZIRA, L ZURE ) o B AN AL SR ) 2 /D SR PUE .
MAEREAT HZRE B ORAF IS RE rh BB — 2D IR, S 0) FLALZURE it 0 B i S el BAR R 6 1.4
G INEANE B, WIRGE AR A, R i E BT RE, OPREEAT OISR 2. IEURE 5 20K 441
FoF b TN [ R ORAVR 1 P4 T o IS TR, X AL [ P A I T o2 224 AR e 3 P 21 ORoA VP i I (1
FATRKIEXATS AR HE, EHLPVNT 0.5 cm BRI,  [FER A 6 2 12 N EEITT, —Fo
SE I [FERAT, 73500 RNA FI3G rBliK . A 5. 18110 1 (FEERAARIAR: HEWRAERED &
PERIAR /R SRR i BEAT TG E 4. WA, 5. ARSI A e, IAE 4° C MRfF. BLERS
Foft &5 WLEE ARSI RNA [0 5200 7= i 1Y) DR 4.
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E4fit AR FEBER (How to estimate the weight of a paraffin section)

HR 2 FEA—FE, FIFER/NRA RS ) A D) & n] BE A Le AN A
FFPE RNA N4 E 4T DNase FIVEALACEE? BFE B R BR A 2

FEALM) RNA N5 5 H gDNA. TTIX L DNA 25200 N RNA [ SREG. SR 1) n] 52 B Al RNA 13RI
(RNA expression), 564 T4 1] 224515 4411 DNA A2 DAZ0 1)) Al /& 2 FH DNase #1741t (DNase Digestion). BLTE,
FEA 2 75T DNase HITHAL:

(1) /MR DNase FJJH4L (DNase on-column digestion)

XA 7R AR PR AR /M40 FFPE RNA 1A o, K5 DNase i BLFEHNAE B4 /INEE O RERR B, BRAAYS J4ff) DNA.
XA TR IR B R %S DNase FOTH AL IS A2 /2 AT RNA $R4f i) FE 2 B AN ZE —te, it AT Vi 20, R 4lif
RNA H5 A5 7% ¥4 1) DNase BEAIIZE 7. (HH 52 DNase BE7E/NMERERE LI AL DNA, BUR %A IR R P I, H
IR R 2 5% B 1% A THAG T DNA.

(2) %7 DNase 1] JH 1L (DNase Digestion in solution)

X515 411 DNase BEFH AL 575, B2 TE RNA $240 5, 1% DNase A4 Bh 122 i in 2t RNA FE 5,
HBEAT DNA IR LB, IX A7V 040 542, DNA (BRI FEE SR, LT3 7R 11 DNA. LL/MEfE
DNase VLR IF 2 T 1 G2, $24000 RNA HYRA T KIE ) DNase BEFIZE . — R JF, 1X 2% DNase
SN HIBRREIE (F 22 K ) DNase i), AN 5200 T UF I SEES, W1 RT, RT-gPCR. FTLA, fEKIE T
DNase fi§/5, AW EFAL, BIRTEHT T RT S256 . W 752, vk DNase YHALIL ¥ RNA ¥ F1E4T
— KR4, F 3 DNase SN [R5 B R

B — S NEFHER, (EMNF] DNase 4bF FFPE RNA £E5uIN, Titg E A IR ZANE 462 1K) DNase i, — &%
Fil RNase-free ] DNase fiff, KN 7E 4% LI DNase A 1R Z A K F &, H1RZ 1) K] DNase By & A
RNase M5 4L,

BB SEAEYIB R /INE RS A /MR I RNA, 58 IR/ IMEIVE I8 AT 1R 2 5% B8 19 A TH ALY DNA 11
AL SRR R IBUR R DNA, I H AT LLK 44~ DNase HOTH LI 22 A0 RNA S22l i)l i 2 A —
&, 77 5, $RAN) RNA HH TR F 1Y) DNase BgRIER 4y, HIHR4H0 RNA BH4E, P25 &,

EAAWR4A) DNA 1 RNA R &

FH T TE AR R By AR ] s A i R v, T DL R ™ FE AL R A B AL, A% RIS (13 H =R s 1, DA
RNA-RNA, RNA-DNA, DLz RNA/DNA-ZE T IACHK, X Lefiox s mad@ 4l i A% BRI 7E NI 4558 . el
SEMER A>T MBI A BRI S5 K978 10, 8200 DNA A AT RNA F5 B R R 45 &, ffR4if
ZBRASBE RN B IEREY 3 BB, WU A FH & B oD AR 7 VR HIWTHR 4l IR I i i, R R M
IEATH A W A AL B T R AP IR . FRATIHERE, 28—, JeHRW MGV, Kl oD 18, fH3IFRaimgm
= fl1 0D260/0D280 {H, 0D260/0D280 MI{E R LATE 1.6 ] 2.0 2 1], ZH—, #ATHIKE#H Agilent
Bioanalyzer S,  WUEEREAA FIAZIR b BT (R /N A, RS SR 4l A% IR v B2 £E 50 F1) 5000 bases Z [A] .
¥=, Wi opfd, HFRIEFENZRIENER, #1T gPCR Bi# oRT-PCR 5255, ArIRAIZERH Ct 1H,
Ct {H#/, IEWIERIZRMZER T, AI{E AN DNA B RNA 7> Ti#li%, HAIEWZREEEN 07
L, RAMZRTER . N EFEEYTT R MR A ZIRIRANRA &, A8 SO AL IR I 7% F 2t
MR, ZHEUZRR 7>+ B & FhACEE, (TRRIRIKE A S IEH 51450 . efiiRaif% gk DNA KA BAI
RNA S BR A IRFISE A, Al f IR O Py I BRI . GEILFERD 5 2P, Wi ASFER/N
PCR /B354, 41200bp, 400bp, 600 bp 1800 bp, FIHRALHIZIRAE AN, X LEAF 51473 )




fit PCR, —#%AJ LA453] 200 bp 1 400 bp K PCR 724, W1 AEFS 3 600 bp 11 800 bp K ) PCR 7~
Y, PORFTRAEREZRREER! GEILTED ;

i el

samples 1solated from FFPE tissues and frozen tissues

RNA Template Used M-MLV RT-gPCR SuperScript Il RT-gPCR
Ambion’s RNA 40.86 (+ 3.24) | 3754 (2069
Charm Biotech's RNA 34.13 (+ 0.26) 33,57 (+ 0.49)

| Qiagen’s RNA | 3643 (+081) | 3540 = 0.46)
RNA From Frozen Tissue 2546 (+0.12) | 240446 (+0.19)

Note: The same mouse liver was used to prepare for FFPE sample and frozen sample. RNA samples
were isolated from the FFPE samples with indicated methods Six replicates from each method were
used for qRT-PCR .

Gel Analysis of Mouse PKC-1 RT-PCR Product
(RT-PCR comparison of RNAs from FFPE tissues using three protocols)
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231 bp RT- 416 bp RT- 782 bp RT-
PCR product PCR product PCR product

* The RNA isolated from Charm Biotech protocol has longer transcribed RNA
molecules than the RNA from Ambion and Qiagen’s protocol.
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